Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; R factor = 0.041; wR factor = 0.066; data-to-parameter ratio = 17.3.
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For related literature, see : Masciocchi et al. (1994) .
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Crystal data [Ag(C 3 Table 1 Selected geometric parameters (Å , ).
169.98 (14)
Symmetry codes:
Data collection: SMART (Bruker, 1998 ); cell refinement: SAINT (Bruker, 1998) ; data reduction: SHELXTL (Bruker, 1998); program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. Masciocchi et al. (1994) . In this work, the crystal structure was determined by the Ab-initio X-ray powder diffraction method and refined with the Rietveld technique in the space group of Pbca with a = 6.5295 (4), b = 20.059 (2) and c = 6.4675 (4) %A. The result is almost consistent with the structural determination by the single-crystal diffraction reported herein, with only minor structure parameter deviations.
Structure Reports Online
Compound (I) has an infinite helical chain structure, in which each pyrazolate group bridges two Ag(I) atoms related by a 2 1 axis and each Ag(I) is linearly coordinated by two N atoms from distinct pyrazolate moieties with the N-Ag-N angle of 169.98 (14) °, being larger than reported 165.5 (1) °, ( Figure 1 ). The bond distances and angles are listed in Table 1 .
The torsion angle of Ag (1) 
Experimental
AgNO 3 (85 mg, 0.5 mmol) and pyrazole (34 mg, 0.5 mmol) were dissolved in ammonium hydroxide (20%, 10 ml). The solution was filtered and filtrate was allowed to stand for 15 days. Colorless crystals of (I) were collected, in about 50% yield.
Refinement
H atoms were included in calculated positions and treated in the subsequent refinement as riding atoms, with C-H = 0.93 Å and U iso (H) = 1.2 U eq (C,N).
Figures Fig. 1 . Displacement ellipsoid plot (30% probability) of (I). [symmetry codes:
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